: Genes expression of FACS-purified endocardial/endothelial cells a. Schematic representation of the FACS purification procedure. As CD31 is expressed in a fraction of circulating hematopoietic progenitors, local endocardial cells were sorted as CD31 + /41 -/45 -population from the heart. b. Venn diagram of the gene probes in CD31 + /41 -/45 -population from the heart, caudal half, and yolk sac. c. Gene Ontology (GO) analysis of 23,922 genes expressed in the FACS-purified endocardial cells. d. Gene Ontology analysis of 481 transcription factors commonly expressed in FACS-purified endocardial/endothelial cells from the heart tube and caudal half at similar levels (within 1.5-fold from each other). See Supplementary Wild-type heart was stained for Isl1. Note that Isl1 is expressed in a subset of the outflow cushion and atrial endocardium. Scale bar = 100μm (low magnification, upper panels), 50 μm (high magnification, lower panels).
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amyloid beta (A4) precursor protein-binding, family B, member 2 mastermind like 1 (Drosophila) structure specific recognition protein 1 SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 4 ubiquitin interaction motif containing 1 polybromo 1 MLX interacting protein general transcription factor III A MYC-associated zinc finger protein (purine-binding transcription factor) zinc finger protein 26 activating signal cointegrator 1 complex subunit 2 excision repaiross-complementing rodent repair deficiency, complementation group 8 poly(A) polymerase gamma Wolf-Hirschhorn syndrome candidate 2 (human myeloid/lymphoid or mixed-lineage leukemia 1 Unknown myeloid/lymphoid or mixed-lineage leukemia zinc finger protein 1 nuclear factor of kappa light polypeptide gene enhancer in B-cells 1, p105 histone cluster 1, H2bp nuclear transcription factor-Y alpha ring finger protein (C3H2C3 type) 6 c-myc binding protein cell division cycle 5-like (S. pombe) zinc finger protein 180 pygopus 2 transcription elongation factor B (SIII), polypeptide 2 GDNF-inducible zinc finger protein 1 SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily c, member 2 polymerase (RNA) II (DNA directed) polypeptide TBC1 domain family, member 2B transcription termination factor, RNA polymerase II hypoxia-inducible factor 1, alpha subunit inhibitor zinc finger protein 661 small nuclear RNA activating complex, polypeptide BCL6 interacting corepressor ataxia telangiectasia mutated homolog (human) PHD finger protein 23 PHD finger protein 3 SMAD specific E3 ubiquitin protein ligase 2 DIP2 disco-interacting protein 2 homolog C (Drosophila) zinc finger and BTB domain containing 9 metal response element binding transcription factor 1 thyroid hormone receptor interactor 13 small nuclear RNA activating complex, polypeptide 1 minichromosome maintenance deficient 8 (S. cerevisiae) D4, zinc and double PHD fingers family 2 ankyrin repeat domain 32 suppressor of Ty 6 homolog (S. cerevisiae) catenin (cadherin associated protein), beta 1 zinc finger and BTB domain containing 43 TATA box binding protein (Tbp)-associated factor, RNA polymerase I, B general transcription factor II I trans-acting transcription factor 3 polymerase (RNA) III (DNA directed) polypeptide F PR domain containing 5 mediator complex subunit 27 SRY-box containing gene 7 general transcription factor II A, 2 polymerase (RNA) II (DNA directed) polypeptide B ELL associated factor 1 far upstream element (FUSE) binding protein 3 cryptochrome 1 (photolyase-like) host cell factor C1 ubinuclein 1 ankyrin repeat and SOCS box-containing 4 K(lysine) acetyltransferase 5 glucocorticoid receptor DNA binding factor 1 K(lysine) acetyltransferase 2B minichromosome maintenance deficient 2 mitotin (S. cerevisiae) zinc finger with KRAB and SCAN domains 1 REX4, RNA exonuclease 4 homolog (S. cerevisiae) transcription factor E3 RNA binding motif protein 15 E2F transcription factor 3 nuclear respiratory factor 1 nuclear factor related to kappa B binding protein TATA box binding protein-like 1 suppressor of Ty 3 homolog (S. cerevisiae) CREB binding protein BTAF1 RNA polymerase II, B-TFIID transcription factor-associated, (Mot1 homolog, S. cerevisiae) forkhead box J3 zinc finger protein 708 TAF5 RNA polymerase II, TATA box binding protein (TBP)-associated facto kinetochore associated 1 eukaryotic translation initiation factor 5B YY1 transcription factor CCR4-NOT transcription complex, subunit 3 BCL2-associated transcription factor 1 TOX high mobility group box family member zinc finger and BTB domain containing 10 zinc finger and BTB domain containing 34 transcription elongation factor B (SIII), polypeptide 1 1436343_at  1436434_at  1436790_a_at  1436802_at  1436985_at  1437023_at  1437039_at  1437241_at  1437281_x_at  1437375_at  1437414_at  1437483_at  1437484_at  1437487_at  1437508_at  1437543_at  1437571_at  1437585_x_at  1437623_x_at  1437745_at  1437850_a_at  1437919_at  1438047_at  1438219_at  1438307_at  1438416_at  1438487_s_at  1438692_at  1438807_at  1438847_at  1438852_x_at  1438912_at  1438938_x_at  1438992_x_at  1439020_at  1439296_at  1440972_at  1441973_at  1442274_at  1442514_a_at  1442623_at  1443020_at  1443897_at  1445684_s_at  1445886_at  1446127_at  1446337_at  1447417_at  1447432_s_at  1448103_s_at  1448195_at  1448246_at  1448266_at  1448282_at  1448401_at  1448446_at  1448476_at  1448497_at  1448519_at  1448653_at  1448694_at  1448705_at  1448707_at  1448726_at  1448758_at  1448794_s_at  1448808_a_at  1448834_at  1448835_at  1448838_at  1448884_at  1448886_at  1448890_at  1448893_at  1448916_at  1448917_at  1448963_at  1449041_a_at  1449085_at  1449086_at  1449126_at  1449148_a_at  1449311_at  1449363_at  1449389_at  1449480_at  1449578_at  1449643_s_at  1449815_a_at  1449915_at  1449951_at  1450100_a_at 1450191_a_at
chromodomain helicase DNA binding protein E2F transcription factor 2 SRY-box containing gene 11 interleukin enhancer binding factor 3 zinc finger protein 644 zinc finger protein 12 COP9 (constitutive photomorphogenic) homolog, subunit 2 (Arabidopsis thaliana Kruppel-like factor 11 XPA binding protein 2 regulatory factor X, 3 (influences HLA class II expression) zinc finger protein 217 zinc finger protein 513 zinc finger and BTB domain containing 5 MYST histone acetyltransferase (monocytic leukemia) 3 trans-acting transcription factor 4 far upstream element (FUSE) binding protein 1 hypermethylated in cancer 2 zinc finger protein 161 X-ray repair complementing defective repair in Chinese hamster cells 3 chromodomain helicase DNA binding protein 7 cellular nucleic acid binding protein B double prime 1, subunit of RNA polymerase III transcription initiation factor IIIB zinc finger protein 384 purine rich element binding protein A high mobility group box 2 mediator complex subunit 16 zinc finger, ZZ domain containing 3 general transcription factor IIIC, polypeptide 4 heterogeneous nuclear ribonucleoprotein R Max dimerization protein 3 minichromosome maintenance deficient 6 (MIS5 homolog, S. pombe) (S. cerevisiae) hepatoma-derived growth factor, related protein 2 prohibitin 2 activating transcription factor 4 expressed sequence AW146020 prickle homolog 3 (Drosophila) nuclear receptor-binding SET-domain protein 1 zinc finger protein 295 zinc finger, DHHC domain containing 15 elongation factor RNA polymerase II-like 3 myocyte enhancer factor 2A homeobox containing 1 DNA-damage inducible transcript 3 histone deacetylase 2 ELK3, member of ETS oncogene family zinc finger E-box binding homeobox 1 huntingtin TAF1 RNA polymerase II, TATA box binding protein (TBP)-associated facto zinc finger protein 263 non-POU-domain-containing, octamer binding protein TAF5-like RNA polymerase II, p300/CBP-associated factor (PCAF)-associated factor histone deacetylase 1 endothelial differentiation-related factor 1 pleiotropic regulator 1, PRL1 homolog (Arabidopsis) SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily d, member 2 deformed epidermal autoregulatory factor 1 (Drosophila) nucleosome assembly protein 1-like 4 excision repair cross-complementing rodent repair deficiency, complementation group 3 TEA domain family member embryonic ectoderm development Jun oncogene zinc finger and BTB domain containing 22 TAF13 RNA polymerase II, TATA box binding protein (TBP)-associated facto small nuclear RNA activating complex, polypeptide nuclear receptor binding factor 2 DnaJ (Hsp40) homolog, subfamily C, member non-metastatic cells 2, protein (NM23B) expressed in forkhead box M1 E2F transcription factor 6 topoisomerase I binding, arginine/serine-rich general transcription factor II E, polypeptide 2 (beta subunit) GATA binding protein 3 Kruppel-like factor 2 (lung) nuclear receptor co-repressor 2 v-maf musculoaponeurotic fibrosarcoma oncogene family, protein G (avian) mediator complex subunit 30 nuclear transcription factor-Y gamma thyroid hormone receptor interactor 6 PHD finger protein 10 ring finger protein 141 zinc finger protein 90 putative homeodomain transcription factor 1 BTB and CNC homology 1 activating transcription factor 3 T-cell acute lymphocytic leukemia 1 
